
Clone
PSD 

sample
Peptide

Mean peak area 

(heavy strep-tag)

Mean peak area 

ratio (light/heavy)

Normalization factor 

(to strep-tag)

normalization 

factor (to DLG4)

clone1 A SAWSHPQFEK 44047.4 0.55 0.97

clone2 A SAWSHPQFEK 10730.7 3.23 5.65

clone3 A SAWSHPQFEK 74371.3 0.61 1.06

clone4 A SAWSHPQFEK 67469.9 0.57 1

clone5 A SAWSHPQFEK 48245.2 1.06 1.85

clone6 A SAWSHPQFEK 7617.2 6.27 10.98

clone7 A SAWSHPQFEK 26040.8 1.60 2.80

clone8 A SAWSHPQFEK 21748.5 2.05 3.59

clone1 B SAWSHPQFEK 145419.5 0.41 1

clone2 B SAWSHPQFEK 14458.6 4.45 10.74

clone3 B SAWSHPQFEK 100529.6 0.45 1.09

clone4 B SAWSHPQFEK 109461.1 0.50 1.20

clone5 B SAWSHPQFEK 38944.9 1.03 2.48

clone6 B SAWSHPQFEK 9283.9 5.06 12.22

clone7 B SAWSHPQFEK 31927.5 1.60 3.86

clone8 B SAWSHPQFEK 27168.6 1.62 3.90

clone1 C SAWSHPQFEK 26972.6 0.47 1

clone2 C SAWSHPQFEK 4608.8 3.82 8.09

clone3 C SAWSHPQFEK 26250.8 0.46 0.98

clone4 C SAWSHPQFEK 18940.2 0.47 1.00

clone5 C SAWSHPQFEK 15317.0 0.97 2.05

clone6 C SAWSHPQFEK 2450.9 6.67 14.12

clone7 C SAWSHPQFEK 10555.9 1.26 2.67

clone8 C SAWSHPQFEK 9251.7 1.76 3.72

clone1 D SAWSHPQFEK 6284.1 0.35 1

clone2 D SAWSHPQFEK 528.7 5.00 14.45

clone3 D SAWSHPQFEK 49855.4 0.44 1.28

clone4 D SAWSHPQFEK 39892.7 0.51 1.48

clone5 D SAWSHPQFEK 30159.4 0.77 2.24

clone6 D SAWSHPQFEK 5518.7 3.38 9.78

clone7 D SAWSHPQFEK 21371.4 1.17 3.40

clone8 D SAWSHPQFEK 14641.5 1.81 5.22
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0.408

0.266


